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<160> 21 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 40 
<212> PRT 

<213> Homo Sapiens 
<400> 1 

Asp .Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

1 5 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala lie lie 



<210> 2 
<211> 769 
<212> PRT 

<213> Homo Sapiens 
<400> 2 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Ala Arg 

1 ^5 10 15 

Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 



20 

Gly Leu Met Val Gly Gly Val Val 
35 40 



25 



30 



20 



25 



30 



1 



Gin 


He 


Ala 


Met 






35 




Asn 


Glv 


Lvs 


Tro 




SO 






Thr 


Lys 


Glu 


Gly 










Gin 


lie 


Thr 


Asn 


i rp 




T .\7 Q 

uys 


A ttt 
rll y 








1 00 

X L/ V 


He 


Pro 


Tyr 


Arg 






115 




Val 


Pro 


Asp 


Lys 




X J V 






Glu 


Thr 


His 


Leu 


1 4 s 

X H J 








Lys 


Ser 


Thr 


Asn 




J_i_y o 


Php 

IT 1 1c 


A r*rr 
nx y 








1 80 


Ser 


Asp 


Asn 


Val 






195 




i rp 


irp 


PI \7 
\3 x y 


PI \7 




?1 0 
x u 






\7 =, 1 
V CI X 


Vdl 


PI n 
ox U 


Vdl 


C, *J 








PI n 

*OX U 




nop 


n o lj 


Glu 


Ala 


Glu 


Glu 










Thr 


Thr 


Thr 


Thr 






275 




V d _L 


uyo 


oci 


PI n 




2 90 






n_L y 


irp 


iyr 


Php 
rile 


305 








PI V 


pi v 


P\/<=; 
vy o 


PI V 
uiy 




AT ,p 
n.x a 


v a J. 


P\7Q 

^y o 








34 0 

O *3 Vj 


Gin 


Glu 


Pro 


Leu 






355 




Ser 


Thr 


Pro 


Asp 




37 0 






r\sn 


Pin 


HIS 


Ala 
Hid 


38 s 

JO J 








Hi 
nio 


nX y 


PI n 
Ljx U 


A yr% 
ril y 


Arg 


Gin 


Ala 


Lys 








/on 

fi Z U 


ril S 


Foe 


bin 


blU 






435 




Arg 


Gin 


Gin 


Leu 




450 






Asn 


Asp 


Arg 


Arg 


465 








Ala 


Val 


Pro 


Pro 





^y o 


PI V 

oiy 


Arg 








40 


Asp 


Ser 


Asp 


Pro 






55 




He 


Leu 


Gin 


Tvr 




7 0 






Val 


Val 


Glu 


Ala 


8 S 








Gly 


Arg 


Lys 


Gin 


Cys 


Leu 


Val 


Gly 








1 20 

X C. L7 


Cys 


Lys 


Phe 


Leu 






135 




His 


x J -b J 


His 


Thr 




1 SO 

X «J \J 






Leu 


His 


Asp 


Tvr 


1 65 








Gly 


Val 


Glu 


Phe 


Asp 


Ser 


Ala 


Asp 








200 
\j \j 


Ala 


Asp 


Thr 


Asp 






215 




nx a 


PI n 

O X U. 


PI n 


PI n 

\J X LI 




7 30 






Asp 


PI n 

O X U. 


Asp 


A ^Ti 


245 








Pro 


T vr 
i yx 


Glu 


PI 11 
*o x u. 


Thr 


Thr 


Thr 


Glu 








280 


Gin 


Ala 


Glu 


Thr 






295 




Asp 


Val 


Thr 


Glu 




310 






Glv 


Asn 


Arg 


Asn 


325 








Gly 


Ser 


Ala 


Met 


Ala 


Arg 


Asp 










360 


Ala 


Val 


Asp 


Lys 






375 




Hi ^ 
nio 


Php 

r lie 


PI n 


j_iy o 




3 Q0 






i/Jfc; L 


o tr x 


PI n 


v a. x 


4 OS 

1 U J 








no 1 1 


lieu 


Prn 

IT X LJ 


T .\7 Q 

Ly o 


Lys 


Val 


Glu 


Ser 








440 


Val 


Glu 


Thr 


His 






455 




Arg 


Leu 


Ala 


Leu 




470 






Arg 


Pro 


Arg 


His 



T .on 

XjC Li 


Asn 


Met 


n J. o 


Ser 


Gly Thr 


Lys 








60 


Cys 


Gin 


Glu 


Val 






75 




Asn 


Gin 


Pro 


Val 




90 






^ y o 


Lys 


Thr 


His 


105 








Glu 


Php 

t 1 1C 


v d x 


Ser 


His 


Gin 


Glu 


Arg 








14 0 

X 1 w 


Val 


Al ^ 
xi x a 


xjy o 


Glu 






T S S 

-L U -J 




Glv 


Mpr 

1 1C L. 




Leu 




170 






Val 


Cys 


Cys 


Pro 


1 8S 

X O ,J 








Ala 


Glu 


Glu 


Asp 


Tvr 
i yx 


Ala 


Asp 


Gly 








220 


Glu 


Val 


Ala 


Glu 






235 




Glu 


Asp Gly 


Asp 




250 






Ala 


Thr 


Glu 


Arg 


26S 








Ser 


Val 


Glu 


Glu 


PI V 
uiy 


Pro 


Cys 


At rr 
nX y 








300 


Gly 


Lys 


Cys 


Ala 






315 




A^n 

no i J. 


Phe 


Asp 


Th r 

1 1 IX 




330 






Ser 


Gin 


Ser 


Leu 


345 








Val 


Lys 


Leu 


Pro 


Tvr 

± y x 


Leu 


Glu 


Thr 








380 

JO w 


Ala 


Lys 


Glu 


Arg 






395 




Met 


Arg 


Glu 


i xp 




410 






Ala 


Asp 


Lys 


Lys 


4 9 s 








Leu 


Glu 


Gin 


vo_LU 


Met 


Ala 


Arg 


Val 








460 


Glu 


Asn 


Tyr 


He 






475 




Val 


Phe 


Asn 


Met 



Met Asn Val Gin 
45 

Thr Cys He Asp 

Tyr Pro Glu Leu 
80 

Thr He Gin Asn 
95 

Pro His Phe Val 
110 

Asp Ala Leu Leu 
125 

Met Asp Val Cys 

Thr Cys Ser Glu 
160 

Pro Cys Gly He 
175 

Leu Ala Glu Glu 
190 

Asp Ser Asp Val 
205 

Ser Glu Asp Lys 

Val Glu Glu Glu 
240 

Glu Val Glu Glu 
255 

Thr Thr Ser Ala 
270 

Val Val Arg Glu 
285 

Ala Met He Ser 

Pro Phe Phe Tyr 
320 

Glu Glu Tyr Cys 
335 

Leu Lys Thr Thr 
350 

Thr Thr Ala Ala 
365 

Pro Gly Asp Glu 

Leu Glu Ala Lys 
400 

Glu Glu Ala Glu 
415 

Ala Val He Gin 
430 

Ala Ala Asn Glu 
445 

Glu Ala Met Leu 

Thr Ala Leu Gin 
480 

Leu Lys Lys Tyr 



2 











4 R S 










4 QD 

*i Z> U 










4 9S 

1 Z/ o 




1 

V CL X 


A rrr 
nX y 


A"! s 

nX d 


ulU 


f4l n 

OX 1 1 


T ,\/Q 

xj _y o 


Asp Arg 


Gin 


His 


Thr 


Leu 


Lys 


His 


Phe 


Glu 








son 

sj \J V 










SOS 

*J \J sj 










510 






His 


Val 


Arg 


Met 


Val 


Asp 


Pro 


Lys 


Lys 


Ala 


Ala 


Gin 


He 


Arg 


Ser 


Gin 






J X -J 










520 










s? s 








vai 


Mpr 


Th r 


Hi q 
ri x o 


T .pi i 

XjC Li 


Arg 


Val 


He 


x yx 


Glu 


Arg 


Met 


Asn 


Gin 


Ser 


Leu 




^ j u 










535 










540 










C Q -W^ 

o e x 


XjC Li 


T .01 1 
-Lit: U 


T\/r 

iyr 


no i l 


Va 1 

V Cl X 


Pro 


Ala 


Val 


Ala 


ox u 


Glu 


He 


Gin 


Asp 


Glu 


S4 S 

«_/ *i -J 










550 










555 










560 


v a x 


Ben 

nop 


ox u 


T.pn 

Xi C Li 


T.pn 
Xitr Li 


r;i n 

OX 1 1 


Lys 


Glu 


OXll 


Asn 


i Y- L 


Ser 


Asp 


Asp 


Val 


Leu 










S 6S 

JDJ 










S7D 










S7 S 




nX a 


Sen 
nol 1 


Mpr 
1 1C u 


T 1 p 

lie 


^PT 
OCX 


m 11 

OX LI 


Pro Arg 


T 1 p 

IXC 


O C X 


T vr 
l yx 


Gly Asn 


Asp 


Ala 


Leu 








S p n 
J o u 










SR S 

JO J 










S90 

U \J 






Mpr 
1 V 1C L 


Pro 


OCX 


T.pn 
XlC li 


Thr 


Glu 


Thr 


Lys 


Thr 


Thr 


Val 


Glu 


T.pn 

XlC Li 


Leu 


Pro 


Val 






R Q R 










.600 










60^ 








Moll 


ox y 


ul U 


Php 
rile 


C p y~ 
OCX 


T .pi i 

XjC LI 


Asp 


Asp 


Leu 


OXll 


Pro 

IT X Lv 


Trp 


His 


Cpr 

OCX 


Php 

X11C 


f4l v 
ox y 




OIL/ 










615 










620 










Al p 
nX a. 


no p 


^P T 
OCX 


v a X 


Prn 


Al ^ 
nx a. 


Asn 


Thr 


Glu 


Asn 


C51 n 

O X LI 


Val 


Glu 


Pro 


Val 


no p 












6^0 










6^S 

L> O <J 










64 0 


Al p 
nla 


A rn 
nx y 


L X 


Al a 

/AX d 


Al ^ 

fll a 


nop 


Arg Gly Leu 


Thr 


Thr 


Arg 


Pro 


c;i v 

ox y 


Ser 


Gly 










64 R 










6sn 

o o u 










6SS 

U -J *J 




Lgu 


Th r 


7\ en 
fio 1 1 


T1p 

X X C 


Lys 


Thr 

1 1 IX 


Glu 


Glu 


He 


C Q v- 

o CX 


Glu 


Val 


Lys 


Mpr 

1 JC L 


Son 

nop 


Al ^ 

nx ci 








6*6 n 

u D U 










665 










670 

U / L* 






f4l n 

O X U. 


U 11C 


Arg 


His 


Asp 


Ser 


Gly 


Tyr 


Glu 


Val 


His 


His 


Gin 


LyS 


Leu 


Val 






O f D 










680 










685 








Php 

IT i lc 




Al ^ 

nx cl 


UlU 


A 

nop 


Ua 1 
V Cl X 


Gly 


Ser 


Asn 




Gly Ala 


He 


Tip 

X X c 




T.pn 

XlC Li 




d y u 










695 










700 










Met 


Val 


Glv 

oxy 


Gly 


Val 


Val 


He 


Ala 


Thr 


Val 


He 


Val 


He 


Thr 


Leu 


Val 


705 










710 










715 










720 


Met 


Leu 


Lys 


Lys 


Lys 


Gin 


Tyr 


Thr 


Ser 


He 


His 


His 


Gly 


Val 


Val 


Glu 










725 










730 










735 




Val 


Asp 


Ala 


Ala 


Val 


Thr 


Pro 


Glu 


Glu 


Arg 


His 


Leu 


Ser 


Lys 


Met 


Gin 








740 










745 










750 






Gin 


Asn 


Gly 


Tyr 


Glu 


Asn 


Pro 


Thr 


Tyr 


Lys 


Phe 


Phe 


Glu 


Gin 


Met 


Gin 



755 760 765 



Asn 



<210> 3 

<211> 645 

<212> DNA 

<213> Mus Musculus 



<400> 3 

gaggtgaagc 

tcctgtgcag 

ccagggaaag 

acgccatctc 

ctgcaaatga 

ggctactggg 

gtctatccac 

ctggtcaagg 

agcggtgtgc 

gtgactgtcc 

gccagcagca 



ttctcgagtc 
cctcaggatt 
ggctagaatg 
taaaggataa 
gcaaagtgag 
gccaaggcac 
tggcccctgg 
gctatttccc 
acaccttccc 
cctccagcac 
ccaaggtgga 



tggaggtggc 
cgattttagt 
gattggagaa 
attcatcatc 
atctgaggac 
cactctcaca 
atctgctgcc 
tgagccagtg 
agctgtcctg 
ctggcccagc 
caagaaaatt 



ctggtgcagc 
agatactgga 
attaatccag 
tccagagaca 
acagcccttt 
gtctcctcag 
caaactaact 
acagtgacct 
cagtctgacc 
gagacegtea 
gtgcccaggg 



ctggaggatc 
tgaattgggt 
atagcagtac 
aegecaaaaa 
attactgtgc 
ccaaaacgac 
ccatggtgac 
ggaactctgg 
tctacactct 
cctgcaacgt 
attgt 



cctgaaactc 60 
ccggcaggct 120 
gataaactat 180 
tacgetgtae 240 
aagacaaatg 300 
acccccatct 360 
cctgggatgc 420 
atccctgtcc 480 
gagcagctca 540 
tgcccacccg 600 
64 5 



3 



<210> 4 
<211> 215 
<212> PRT 

<213> Mus Musculus 
<400> 4 

Glu Val Lys Leu Leu Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 

15 10 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Asp Phe Ser Arg Tyr 

20 25 30 

Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp lie 

35 40 45 

Gly Glu lie Asn Pro Asp Ser Ser Thr lie Asn Tyr Thr Pro Ser Leu 

50 55 60 

Lys Asp Lys Phe lie lie Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Ser Lys Val Arg Ser Glu Asp Thr Ala Leu Tyr Tyr Cys 

85 90 95 

Ala Arg Gin Met Gly Tyr Trp Gly Gin Gly Thr Thr Leu Thr Val Ser 

100 105 110 

Ser Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu Ala Pro Gly Ser 

115 120 125 

Ala Ala Gin Thr Asn Ser Met Val Thr Leu Gly Cys Leu Val Lys Gly 

130 135 140 

Tyr Phe Pro Glu Pro Val Thr Val Thr Trp Asn Ser Gly Ser Leu Ser 
145 150 155 160 

Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Asp Leu Tyr Thr 

165 170 175 

Leu Ser Ser Ser Val Thr Val Pro Ser Ser Thr Trp Pro Ser Glu Thr 

180 185 190 

Val Thr Cys Asn Val Ala His Pro Ala Ser Ser Thr Lys Val Asp Lys 

195 200 205 

Lys lie Val Pro Arg Asp Cys 
210 215 



<210> 5 

<211> 642 

<212> DNA 

<213> Mus Musculus 



<400> 5 

gatatccaga 

atcagttgca 

gatggaactg 

aggttcagtg 

gaagatattg 

gggaccaagc 

tccagtgagc 

cccaaagaca 

aacagttgga 

ttgaccaagg 

tcaacttcac 



tgacacagac 
gtgcaagtca 
ttaaactcct 
gcagtgggtc 
ccacttacta 
tggaaataaa 
agttaacatc 
tcaatgtcaa 
ctgatcagga 
acgagtatga 
ccattgtcaa 



tacatcctcc 
gggcattagc 
gatctattac 
tgggacagat 
ttgtcagcag 
acgggctgat 
tggaggtgcc 
gtggaagatt 
cagcaaagac 
acgacataac 
gagcttcaac 



ctgtctgcct 
aattatttaa 
acatcaagtt 
tattctctca 
tataggaagc 
gctgcaccaa 
tcagtcgtgt 
gatggcagtg 
agcacctaca 
agctatacct 
aggaatgagt 



ctctgggaga 
actggtttca 
tacactcagg 
ccatcagcaa 
ttccgtacac 
ctgtatccat 
gcttcttgaa 
aacgacaaaa 
gcatgagcag 
gtgaggccac 

gt 



cagagtcacc 60 
gcagaaacca 120 
agtcccatca 180. 
cctggaacct 240 
gttcggaggg 300 
cttcccacca 360 
caacttctac 420 
tggcgtcctg 480 
caccctcacg 540 
tcacaagaca 600 
642 



<210> 6 



<211> 214 
<212> PRT 

<213> Mus Musculus 



<400> 6 



Asp 


He 


Gin 


Met 


Thr 


Gin 


Thr 


Thr 


1 








5 








Asp 


Arg 


Val 


Thr 


He 


Ser 


Cys 


Ser 








20 










Leu 


Asn 




Phe 


Gin 


Gin 


Lys 


Pro 






35 










40 


T vr 


Tvr 
y 


Thr 


Ser 


Ser 


Leu 


His 


Ser 




50 










55 




Ser 


\j J- y 


Ser 


Glv 


Thr 


Asp 


Tvr 


Ser 


65 










70 






Glu 


Asp 


He 


Ala 


Thr 
85 


Tvr 


Tvr 

1 y J - 


Cys 


Thr 


Phe 


Gly 


Gly 


Gly 


Thr 


Ly s 


Leu 








100 










Pro 


Thr 


Val 


Ser 


He 


Phe 


Pro 


Pro 






115 










120 




nl d 




v a _L 


1 

val 




IT 1 1 C 


JjC U 




130 










135 




Asn 


Val 


Lys 


Trp 


Lys 


He 


Asp 


Gly 


145 










150 






Asn 


Ser 


Trp 


Thr 


Asp 


Gin 


Asp 


Ser 










165 








Ser 


Thr 


Leu 


Thr 


Leu 


Thr 


Lys 


Asp 








180 










Thr 


Cys 


Glu 


Ala 


Thr 


His 


Lys 


Thr 






195 










200 


Phe 


Asn 


Arg 


Asn 


Glu 


Cys 








210 















Ser 


Ser 


Leu 


Ser 


Ala 


Ser 


Leu 


Glv 




10 










15 




Ala 


Ser 


Gin 


Glv 


He 


Ser 


Asn 


Tvr 


25 










30 






Asp 


Gly 


Thr 


Val 


Lys 


Leu 


Leu 


lie 










45 








Glv 

J; 


Val 


Pro 


Ser 


Arg 


Phe 


Ser 


Glv 








60 










Leu 


Thr 


He 


Ser 


Asn 


Leu 


Glu 


Pro 






75 










80 


Gin 


Gin 


Tvr 
y 


Arg 


Lys 


Leu 


Pro 


Tvr 

x y x. 




90 










95 




Glu 


He 


Lys 


Arg 


Ala 


Asp 


Ala 


Ala 


105 










110 






Ser 


Ser 


Glu 


Gin 


Leu 


Thr 


Ser 


Gly 










125 








Asn 


Asn 


Phe 


Tyr 


Pro 


Lys 


Asp 


He 








140 










Ser 


Glu 


Arg 


Gin 


Asn 


Gly 


Val 


Leu 






155 










160 


Lys 


Asp 


Ser 


Thr 


Tyr 


Ser 


Met 


Ser 




170 










175 




Glu 


Tyr 


Glu 


Arg 


His 


Asn 


Ser 


Tyr 


185 










190 






Ser 


Thr 


Ser 


Pro 


He 


Val 


Lys 


Ser 



205 



<210> 7 

<211> 684 

<212> DNA 

<213> Mus Musculus 



<400> 7 

gttactctga aagagtctgg 
tgttctttct ctgggttttc 
tcttcaggga agggtctgga 
aacccatccc tgaagagcca 
ctcaagatca ccagtgtgga 
gtacgacata gagactactt 
gccaaaacaa cacccccatc 
tcctccgtga ctctgggatg 
tggaactctg gatccctgtc 
ctctacacta tgagcagctc 
acctgcagcg ttgctcaccc 
gggcccattt caacaatcaa 



ccctgggata ttgaagccct 
actgagcact tctggtatgg 
gtggctggca cacatttggt 
gctcacaatc tccaaggata 
cactgcagat actgccactt 
tgactactgg ggccaaggca 
agtctatcca ctggcccctg 
cctggtcaag ggctacttcc 
cagcagtgtg cacaccttcc 
agtgactgtc ccctccagca 
agccagcagc accacggtgg 
cccc 



cacagaccct cagtctgact 60 
gtgtaggctg gattcgtcag 120 
gggatgatga taagtactat 180 
cctccagaaa ccaggtattc 240 
actactgtgc tcgaaggggg 300 
ccactctcac agtctcctca 360 
ggtgtggaga tacaactggt 420 
ctgagtcagt gactgtgact 480 
cagctctcct gcagtctgga 540 
cctggccaag tcagaccgtc 600 
acaaaaaact tgagcccagc 660 

684 



<210> 8 
<211> 228 
<212> PRT 



5 



<213> Mus Musculus 



<400> 8 



vdi 


Thr 

llii 


Lie U 




U1U 


Ser 


Gly 


Pro 

V J- \J 


uiy 


T 1 p 

X 1 C 


Tpii 
liC LI 


Liy 0 


Pro 

XT X VJ 


Qpr 
OCX 


HI n 


Thr 


1 








5 










10 










15 




T .pi i 


JCi 


T.pn 


Thr 
± 1 11 




Ser 


Phe 


Ser 


Gly 


Phe 


Ser 


Leu 


Ser 


Thr 


Ser 


Gly 








20 










25 










30 










Va 1 


c;i v 

oiy 


1 ip 


He 


Arg 


Gin 


Qpr 


Qpr 
O CI 


HI V 

uiy 


iiy 0 


ftl V 

oiy 


T .on 

llC u 


Ol Li 


Tro 
1 xp 






J -J 










40 

* L/ 










4 S 








T on 


.TAX Ct 


Hi ci 


11c 


T rn 
1 xp 


Trp Asp 


A <so 




iiy 0 


1 yr 


Tvr 

1 yr 


no i 1 


Pro 

IT 1 




T.pn 
XjC U 




50 










55 










60 










Lys 






T.pn 


Thr 


He 


Ser 


uy 0 


Aqn 


Thr 


Ser 


fix y 


As n 


Gin 


Va 1 

vol 


Phe 


65 










70 










75 










80 


T.pn 




Tip 


Thr 


Ser 


Val 


Asp 


Thr 


Ala 


Asp 


Thr 


Ala 


Thr 


Tvr 


Tvr 
1 yx 


Lyo 










85 










90 

^ L/ 










95 




AT a 


Ar g 


Arg 


Gly 


Val 


nl y 


nib 


Arg 


Asp 


Tvr 
lyx 


Phe 


Asp 


Tvr 
1 yx 


Trn 
1 x p 


Gly 


Gin 








100 










105 










110 






m v 

uiy 


Thr 


Thr 
± 1 11 


T.pn 


Thr 


Val 


Ser 


O l 


Ala 


j-i_y 0 


Thr 


Thr 

X 1 IX 


Pro 


Pro 


O CI 


VaI 
v ox 






115 










120 










125 








i yx 


Pro 


Leu. 


Ala 


Pro 


Gly 


Cys 


Gly 


Asp 


Thr 


Thr 


Gly 


Qpr 


Ser 


v a. 1 


Thr 
1 1 11 




130 










135 










14 0 

1 1 L/ 










T .on 




P VQ 


ItC Li 


v^ 1 

V a _L . 


Lys 


Gly 


T\/r 
i yx 


Php 


Pro 


m n 

ox u 


Q p y- 


val 


Thr 
1 i 11 


1 

v a X 


Thr 

1 I IX 


1 H 3 










150 










1 J J 










1 £H 
1 DU 


Trp 


Asn 


Ser 


Gly 


Ser 


Leu 


Ser 


Ser 


Ser 


Val 


His 


Thr 


Phe 


Pro 


Ala 


Leu 










165 










170 










175 




Leu 


Gin 


Ser 


Gly 


Leu 


Tyr 


Thr 


Met 


Ser 


Ser 


Ser 


Val 


Thr 


Val 


Pro 


Ser 








180 










185 










190 






Ser 


Thr 


Trp 


Pro 


Ser 


Gin 


Thr 


Val 


Thr 


Cys 


Ser 


Val 


Ala 


His 


Pro 


Ala 






195 










200 










205 








Ser 


Ser 


Thr 


Thr 


Val 


Asp 


Lys 


Lys 


Leu 


Glu 


Pro 


Ser 


Gly 


Pro 


He 


Ser 




210 










215 










220 










Thr 


He 


Asn 


Pro 



























225 



<210> 9 

<211> 657 

<212> DNA 

<213> Mus Musculus 



<400> 9 

gatgttttga 

atetcttgea 

tacctgeaga 

tctggggtcc 

agcagagtgg 

ctcacgttcg 

tccatcttcc 

ttgaacaact 

caaaatggcg 

agcagcaccc 

gccactcaca 



tgacccaaac 
gatctagtca 
aaccaggcca 
cagacaggtt 
aggctgagga 
gtgctgggac 
caccatccag 
tctaccccaa 
tcctgaacag 
teaegttgae 
agacatcaac 



tccactctcc 
gagcattgta 
gtctccaaaa 
cagtggcagt 
tctgggagtt 
caagctggag 
tgagcagtta 
agacatcaat 
ttggactgat 
caaggacgag 
ttcacccatt 



ctgcctgtca 
catagtaatg 
ctccttatct 
ggatcaggga 
tattactget 
ctgaaacggg 
acatctggag 
gtcaagtgga 
caggacagca 
tatgaacgac 
gtcaagagct 



gtcttggaga 
gaaacaccta 
acaaagtttc 
cagatttcac 
ttcaaggttc 
ctgatgctgc 
gtgcctcagt 
agattgatgg 
aagacagcac 
ataacagcta 
tcaacaggaa 



tcaagcctcc 60 
tttagaatgg 120 
caaccgattt 180 
actcaagatc 240 
acgtgttcct 300 
accaactgta 360 
cgtgtgcttc 420 
cagtgaacga 480 
ctacagcatg 540 
tacctgtgag 600 
tgagtgt 657 



<210> 10 
<211> 219 
<212> PRT 

<213> Mus Musculus 



<400> 10 



Asp 


Val 


Leu 


Met 


Thr 


Gin 


Thr 


Pro 


Leu 


Ser 


Leu 


Pro 


Val 


Ser 


Leu Gly 


1 








5 










10 










15 




Asp 


Gin 


Ala 


Ser 


He 


Ser 


Cys 


Arg 


Ser 


Ser 


Gin 


Ser 


lie 


Val 


His 


Ser 








20 










25 










30 






Asn 


Glv 


Asn 


Thr 


Tvr 


Leu 


Glu 


Trp 


Tvr 


Leu 


Gin 


Lys 


Pro 


Glv 


Gin 


Ser 






35 










40 










45 








Pro 


Lys 


Leu 


Leu 


He 


Tvr 


Lys 


Val 


Ser 


Asn 


Arg 


Phe 


Ser 


Glv 


Val 


Pro 




50 










55 










60 










Asp 


Arg 


Phe 


Ser 


Glv 


Ser 


Gly Ser 


Glv 


Thr 


Asp 


Phe 


Thr 


Leu 


Lys 


He 


65 










70 










75 










80 


Ser 


Arg 


Val 


Glu 


Ala 


Glu 


Asp 


Leu 


Glv 


Val 


Tvr 
y 


Tvr 
y 


Cys 


Phe 


Gin 


Gly 










85 










90 










95 




Ser 


Arg 


Val 


Pro 


Leu 


Thr 


Phe 


Gly 


Ala 


Glv 


Thr 


Lys 


Leu 


Glu 


Leu 


Lys 








100 










105 










110 






Arg 


Ala 


Asp 


Ala 


Ala 


Pro 


Thr 


Val 


Ser 


He 


Phe 


Pro 


Pro 


Ser 


Ser 


Glu 






115 










120 










125 

J. C. >J 








Gin 


Leu 


Thr 


Ser 


Gly 


Gly Ala 


Ser 


Val 


Val 


Cys 


Phe 


Leu 


Asn 


Asn 


Phe 




130 










135 










140 










Tvr 


Pro 


Lys 


Asp 


He 


Asn 


Val 


Lys 


Trp 


Lvs 


He 


Asp 


Glv 


Ser 


Glu 


Arg 


145 










150 










155 










160 


Gin 


Asn 


Gly Val 


Leu 


Asn 


Ser 


Trp 


Thr 


Asp 


Gin 


Asp 


Ser 


Lys 


Asp 


Ser 










165 










170 










175 




Thr 


Tyr 


Ser 


Met 


Ser 


Ser 


Thr 


Leu 


Thr 


Leu 


Thr 


Lys 


Asp 


Glu 


Tyr 


Glu 








180 










185 










190 






Arg 


His 


Asn 


Ser 


Tyr 


Thr 


Cys 


Glu 


Ala 


Thr 


His 


Lys 


Thr 


Ser 


Thr 


Ser 






195 










200 










205 








Pro 


He 


Val 


Lys 


Ser 


Phe 


Asn 


Arg 


Asn 


Glu 


Cys 













210 215 



<210> 11 

<211> 42 

<212> PRT 

<213> Homo Sapiens 

<400> 11 

Asp Ala Glu Phe Arg His Asp Ser 

1 5 
Leu Val Phe Phe Ala Glu Asp Val 
20 

Gly Leu Met Val Gly Gly Val Val 
35 40 



Gly Tyr Glu Val His His Gin Lys 

10 15 
Gly Ser Asn Lys Gly Ala He He 
25 30 
He Ala 



<210> 12 

<211> 43 

<212> PRT 

<213> Homo Sapiens 

<400> 12 

Asp Ala Glu Phe Arg His Asp Ser 

1 5 
Leu Val Phe Phe Ala Glu Asp Val 
20 

Gly Leu Met Val Gly Gly Val Val 



Gly Tyr Glu Val His His Gin Lys 

10 15 
Gly Ser Asn Lys Gly Ala He He 
25 30 
He Ala Thr 



7 



35 



40 



<210> 13 
<211> 41 
<212> PRT 

<213> Homo Sapiens 
<400> 13 

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

15 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala lie lie 

20 25 30 

Gly Leu Met Val Gly Gly Val Val He 
35 40. 



<210> 14 
<211> 40 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 14 

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

15 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala He He 

20 25 30 

Gly Leu Met Ala Gly Gly Val Val 
35 40 



<210> 15 
<211> 40 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 15 

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

15 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala He lie 

20 25 30 

Gly Leu Met Val Ala Gly Val Val 
35 40 



<210> 16 

<211> 40 

<212> PRT 

<213> Artificial 

<220> 



Sequence 



8 



<223> Synthetic Construct 



<400> 16 

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

15 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala He He 

20 25 30 

Gly Leu Met Val Gly Ala Val Val 
35 40 



<210> 17 
<211> 40 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 17 

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

15 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala He He 

20 25 30 

Gly Leu Met Val Gly Gly Val Ala 
35 40 



<210> 18 
<211> 40 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 18 

Asp Ala Glu Phe Arg His Asp Ser Gly Tyr Glu Val His His Gin Lys 

1 5 10 15 

Leu Val Phe Phe Ala Glu Asp Val Gly Ser Asn Lys Gly Ala He He 

20 25 30 

Gly Leu Met Val Gly Gly Val Ala 
35 40 



<210> 19 
<211> 108 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 19 

Asp He Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val Gly 
15 10 15 



9 



Asp Arg Val 


Thr 


He 


Thr 


Cys 


Ser 


Ala Ser Gin Gly 


He 


Ser 


Asn 


Tvr 
j 








20 










25 




30 






Leu 


Asn 


Tro 


Tvr 


Gin 


Gin 


Lvs 


Pro 


Gly Lys Ala Pro 


Lys 


Leu 


Leu 


lie 






35 










40 




45 








Tyr 


Tyr 


Thr 


Ser 


Ser 


Leu 


His 


Ser 


Gly Val Pro Ser Arg 


Phe 


Ser 


Gly 




50 










55 




60 










Ser 


Gly 


Ser 


Gly 


Thr 


Asp 


Phe 


Thr 


Phe Thr He Ser 


Ser 


Leu 


Gin 


Pro 


65 










70 






75 








80 


Glu 


Asp 


He 


Ala 


Thr 


Tyr 


Tyr 


Cys 


Gin Gin Tyr Arg 


Lys 


Leu 


Pro 


Tyr 










85 








90 






95 




Thr 


Phe 


Gly 


Gly 


Gly 


Thr 


Lys 


Val 


Glu He Lys Arg 











100 105 



<210> 20 

<211> 107 

<212> PRT 

•<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<400> 20 



Glu Val 


Gin 


Leu 


Val 


Glu 


Ser 


Gly 


1 






5 








Ser Leu 


Arg 


Leu 


Ser 


Cys 


Ala 


Ala 






20 










Gin Ala 


Pro 


Gly 


Lys 


Gly 


Leu 


Glu 




35 










40 


Ser Ser 


Thr 


He 


Asn 


Tyr 


Thr 


Pro 


50 










55 




Ser Arg 


Asp 


Asn 


Ala 


Lys 


Asn 


Thr 


65 








70 






Arg Ala 


Glu 


Asp 


Thr 


Ala 


Val 


Tyr 








85 








Trp Gly 


Gin 


Gly 


Thr 


Thr 


Leu 


Thr 



100 



Gly Gly Leu Val Gin Pro Gly Gly 

10 15 
Ser Tyr Trp Met Asn Trp Val Arg 
25 30 
Trp Val Ser Glu He Asn Pro Asp 
45 

Ser Leu Lys Asp Arg Phe Thr He 
60 

Leu Tyr Leu Gin Met Asn Ser Leu 

75 80 
Tyr Cys Ala Arg Gin Met Gly Tyr 

90 95 
Val Ser Ser 
105 



<210> 21 
<211> 107 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<400> 21 



Gin 


Val 


Gin 


Leu 


Gin 


Glu 


Ser 


Gly 


Pro 


Gly Leu Val 


Lys Pro 


Ser 


Glu 


1 








5 










10 






15 




Thr 


Leu 


Ser 


Leu 


Thr 


Cys 


Thr 


Val 


Ser 


Tyr 


Trp Met 


Asn Trp 


He 


Arg 








20 










25 






30 






Gin 


Pro 


Pro 


Gly 


Lys 


Gly 


Leu 


Glu 


Trp 


He 


Gly Glu 


He Asn 


Pro 


Asp 






35 










40 








45 






Ser 


Ser 


Thr 


He 


Asn 


Tyr 


Thr 


Pro 


Ser 


Leu 


Lys Asp Arg Val 


Thr 


He 




50 










55 








60 








Ser 


Lys 


Asp 


Thr 


Ser 


Lys 


Asn 


Gin 


Phe 


Ser 


Leu Lys 


Leu Ser 


Ser 


Val 



10 



65 70 
Thr Ala Ala Asp Thr Ala Val Tyr 
85 

Trp Gly Gin Gly Thr Leu Val Thr 
100 



75 80 
Tyr Cys Ala Arg Gin Met Gly Tyr 

90 95 
Val Ser Ser 
105 



11 



